(®)
2017 2019

Development of novel therapeutic strategies for intractable pediatric cancers

based on the multi-omics information

Takita, Junko

12,900,000
T
NOTCH1
90 open data (TARGET) PHGDH
C1GALT1 FGFR4
T
NOTCH1
PHGDH CIGALT1 FGFR4

QoL

To explore therapeutic gene targets in intractable pediatric cancers, we
conducted multi-omics analysis in a large number of clinical samples. Based on the evolutional
analyses, we found that NOTCH1 is an important driver in the development and progression of
pediatric T cell acute lymphoblastic leukemia. In addition, the multi-omics information of 90
neuroblastoma cases including recurrent or metastatic tumors deposited in open database (TARGET)
provided that PHGDH would be a promising therapeutic target in untreatable neuroblastoma cases. Our
large-scale data analysis revealed that C1GALT1 is a candidate gene target in osteosarcoma, and also
showed that FGFR4 inhibition could be a promising therapy for rhabdomyosarcoma.
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