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Host and cancer genome analysis to understand lung adeno-carcinogenesis

KONO, TAKASHI
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Comparative genome analysis between early-stage and late stage lung cancers
made us realize the following things. 1) Mutational signatures predominant in the early-stage lung
cancers are not smoking related; DNA adduct formation by unspecified factors other than smoking
drive mutagenesis in tumor initiation. 2) Early-stage lung cancer have frequent driver oncogene
mutations, such as EGFR mutations, but infrequent TP53 and chromatin regulating gene mutations;
Tumor initiation has occurred, but, these tumors have not yet genetically acquired progressive
properties, such as tumor invasiveness, genome instability and tolerance to oncogene stress.
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