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The elucidation of the mechanism of the development and progression of gliomas
due to epigenetic deregulation and the identification of therapeutic targets
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The epigenetic deregulation of gliomas was studied to reveal the mechanism
of gliomagenesis. Changes in 5-hydroxymethylcytosine (5-hmc), which accompany the deregulation of
DNA methylation, were analyzed using the Oxidative Bisulfite (OxBS) method. Analysis of changes in
5-hmc during the malignant progression of IDH-mutant gliomas revealed actively demethylated regions
(AcDRs) that are potentially associated with malignant changes. Further analysis demonstrated these
AcDRs to be related to common transcription factors and that these AcDRs regulate the expression of
cancer-related genes.
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