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Uncovering the wild origin of continuous-flowering rose and screening of novel
genetic resources

KAWAMURA, Koji

12,300,000

We have investigated the wild origin of the continuous-flowering rose Rosa
chinensis "0ld Blush® based on fieldwork in China for wild roses and genetic analyses of their
nucleotide sequence diversity and similarity to Rosa chinensis. The results demonstrate hybrid
origin of Rosa chinensis and one ancestral species is Rosa chinensis var. spontanea. We have also
performed a large-scale screening of genetic resources for continuous-flowering roses and identified

a rose cultivar with novel mutation for continuous-flowering characteristics.
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1-4. Rosa chinensis var. spontanea (P8)1| 4, E{&AICL->TIEBRZERN $B) ;5. Rosa chinensis ‘Old Blush’E BHN 3 A ()14, BR) ;
6. Rosa chinensis M1 FET 1 ZBREDH | 1L 258 (% M/ 15E) ; 7-8. Rosa odorata var. gigantea (BRI #, 8 = TEBHEVHDOEK) ;
9-11. Rosa multiflora®{s ] (/@& ~m0J114) ; 12. Rosa rubus(P8)114)
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