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Genetical studies on native animal resources of family Bovidae and Camelidae in
Central Asia
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Central Asian countries, which are the trading hub of the Silk Road, gather
together various livestock and possess animal genetic resources that are globally valuable and have
unique characteristics and rich diversity. In this study, we carried out a genetic resource survey
(both morphological, phenotypic characteristics, and genetic analysis based on DNA information) on
cattle and camelid livestock and their wild relatives, and analyzed them. The purpose of this study
was to clarify the genetic relationships, genetic diversity and genetic characteristics of wild
species in a joint study with Central Asian countries. The obtained genetic information was shared
and disclosed with the countries of Central Asia, and based on the genetic information, effective

utilization of domestic animals and conservation measures for wild animals were formulated and
proposed.
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Camels in Mangghystau state in Kazakhstan

DNA

Dromedary camel (one humped camel; left), Bactrian camel
(two humped camel; middle) and their F1 hybrid (right).

Materials and Methods
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