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Epidemiological and genetic studies on vector-borne parasites and vectors in
domesticated animals and chickens in Myanmar
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We collected blood from cattle, water buffaloes, goats, and village chickens

in Myanmar to investigate haemosporidian parasites. Blood DNA was subjected to identification of
parasite species and determination of genetic variation of the parasites for the first time. As a
result, it was found that parasites are widely distributed in Myanmar. We also found that Myanmar
parasite strains are very close to those reported in neighboring countries Thailand, Malaysia, and
China. As these parasites are transmitted by ticks and blood-sucking insects such as mosquitoes and
black flies, further research and countermeasures, including investigation of vectors, are
necessary.
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