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We compared H. pylori genomes from all over the world and identified
genome/protein sequence polymorphisms associated with gastric cancer (stomach cancer). We mapped
these on the protein structure and predicted their probable functions. Our results revealed many
bacterial proteins likely involved in carcinogenesis. Our research demonstrated power of bacterial

population genomics in a highly-recombining bacterium. Through these efforts, we formed a network of
research on H. pylori population genomics.
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