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Structural study for ligand recognition in G-protein coupled receptors
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We revealed the structural basis for the ligand recognition and activation
of G-protein coupled receptors (GPCRs), by solving the structures of various receptors. In this
research, we have successfully obtained the structures of endothelin reeptor subtype-B (ETB),
non-EDG LPA receptor LPA6, and pituitary adenylate cyclase-activating polypeptid (PACAP) receptor,
and the structural comparison revealed similarity and diversity of GPCRs.
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