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A comprehensive analysis of polyamine synthesis and transport in the most
dominant species of the human intestinal microbiota and Bifidobacteria, which are typical beneficial
bacteria, was performed. Then, genetic and biochemical analysis of polyamine metabolism and
transport systems in a single bacterium or spanning multiple bacteria in the phylum Bacteroidetes
and Firmicutes, the two most dominant phylum in the human intestinal microbiota, was carried out.
Furthermore, two novel polyamine exporters in P. mirabilis, an intestinal bacterium that releases
significant amounts of polyamines into the environment, have been screened. These results will
provide important basic scientific insights for optimizing polyamine concentrations in the
intestinal lumen.
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