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Molecular elucidation of plant-pathogen interactions
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This research project aims to elucidate the molecular mechanisms of the
plant immune system and the pathogen attack system that suppresses it. Through mutant screening and
biochemical and genetic analyses, we identified novel receptor-like kinases as sensors of quinone
and hydrogen peroxide, which are important factors in plant immunity. We also succeeded in
identifying immunoregulators and pathogen effectors by genomic and other analyses, and clarified the

molecular nature of the attack and defense between plants and pathogens.
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