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Anemia, which is caused by the disorder of red blood cell production, is the

diseases with the highest prevalence among all diseases in the world. Although erythropoietin is
the only effective drug for anemia, most of the anemia patients from hematopoietic diseases are not
fully responsive for erythropoietin. Epigenetic modification related substrates should have
important roles in the regulations of hematopoiesis by regulating gene expressions and we have
recently identified that one of these substrates have important roles in erythropoiesis. In this
study, we have investigated the functions of the substrate in erythropoiesis and revealed that the
substrate related metabolic processes can be one of the new therapeutic targets for anemia.
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