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A quantitative comparison study of gut ecological change caused by host gene
mutations
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Animals possess a gut ecosystem which is formed by complex interactions
between gut-inhabiting microorganisms and host cells. A growing body of evidence is accumulating to
demonstrate that a balanced gut ecosystem plays a critical role in health maintenance of the host.
It has been suggested that certain gene mutations in hosts are causal factors of diseases associated
with a significant change of the gut ecosystem. However, the whole picture of this phenomenon
remains unclear. In this study, the structure of gut microbiota was quantitatively compared among
different strains of genetically modified mice to estimate the degree of gut ecological change
caused by host gene mutations. As a result, three novel mutations that caused different shift in the

gut microbial structure were identified.
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