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Analysis of a novel factor involved in immune tolerance
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Our immune system responses to pathogens but does not attack our body. The
immune tolerance is the prevention of a response against self-antigens, which is maintained gy
multiple mechanisms including the negative selection of T cells where a bunch of self-antigens are
expressed in thymus and the developing Tcells are eliminated if they react to these self-antigens.
I hypothesized that Zfp36l1 and Zfp3612 are novel factors important for the regulations of
self-antigens in thymus and investigated their significance employing a cell line and a mouse model.
I performed the gene expression analysis by RNA-seq and found the expressions of self-antigen genes
were obviously affected by Zfp3611 and Zfp3612 both in a cell line and a mouse model, which
indicated that they are involved in the regulators of self-antigen genes.
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