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Simulation study of protein related to myopathy
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FHL1 proteins are important for the function and growth of muscle. In our
study, with wild type and mutant types (C104Y, H123Y, C150Y, C153Y) of FHL1, we have performed
molecular dynamics simulation for the models of LIM2 domain. In the non-bonding model of C104Y and
bonding model of C150Y, we found a large structural changes of zinc fingers. Moreover, in the
non-bonding model of C150Y, the RMSD of zinc fingers becomes large and the model shows the relative

positions of zinc fingers.
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