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We have already shown that both ADMA and SDMA are lost in mutant C. elegans
lacking prmt-1, which is responsible for asymmetric dimethylation (ADMA) of protein arginine
residues, and prmt-5, which is responsible for symmetric dimethylation (SDMA), but that
monomethylarginine (MMA) is not completely lost in the prmt-1/prmt-5 double mutant.

In this study, we used reverse genetics and mass spectrometry techniques to search for
methyltransferase genes that contribute to MMA conversion in vivo, and succeeded in obtaining

mutants of the candidate genes.
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