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Chromatin dynamics with intranuclear long range interasctioons
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1. Considering the deformation of the nuclear envelope and the hydrodynamic
interaction between the nuclear envelope and the intranuclear chromosomes through the nucleoplasm,
it is possible to obtain a physically valid nuclear horsetail movement during meiosis of fission
yeast. A model was constructed and the simulation revealed the mechanism of pairing formation of
homologous chromosomes. 2. We elucidate the mechanism of insulator activation of a group of
nucleosome exclusive sequences (named NENLIS), which realizes genome compartmentalization without
binding of chromatin loop-forming protein, by a mathematical model, and such sequences are found in
the human genome. It has been found that there are more than 20,000 places in. 3. In addition, we
analyzed nucleosome dynamics and gene expression fluctuations by RNAseq.
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