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Exploring novel pathogenic enteric viruses from selective metagenomic analysis
of domestic wastewater
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Using the selective metagenomic analysis method that efficiently detects
single-stranded (+) RNA viruses, we succeeded in detecting a sequence considered to be an unknown
viral genome in raw sewage and human stool samples. The sequence was detected in 100% of the raw
sewage samples (31 samples) and 86% in the stool samples of gastroenteritis patients (50 samples).
The method used in this study is expected to detect novel virus. It was also suggested that the
sequence detected in this study is useful as a new indicator for fecal contamination.
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