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Innovative protein engineering of nanobody and associated enzymes

Sohei, Ito
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New tools and products developed by biotechnology are useful in research,
medicine, food processing, and many industries. Genetic sequence database-driven protein engineering
make the biotechnology far more cost-effective and attractive. In this study, we designed and
tested artificial heavy-chain variable domain of antibodies, and developed an enzyme-linked
immunoassay system.
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