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DNA SOX2

Functional analysis of novel SOX2 complex using In vitro gene transcription
system employing genomic DNA as template
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SOX2 is one of the genes used to generate iPS cells. Understanding its

function is expected to contribute to regenerative medicine. In this project, we performed a
functional analysis of novel SOX2 complex. Because TBP is an important gene for gene transcriptional

regulation, we focused on TBP among proteins included in the SOX2 complex. We demonstrated that
S0X2 and TBP cooperatively activate transcription of ribosomal RNA by using an experimental method
that reproduces gene transcription in vitro. It was also revealed that SOX2 and TBP cause
structural changes in the region of ribosomal RNA gene transcriptional regulation on the genome.
These results revealed that SOX2 regulates ribosomal RNA trnascription.
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