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The membrane protein complex SecDF promotes protein translocation in
bacteria using proton-driven force, but the details of its molecular mechanism remain unclear. In
this study, by identifying factors that are in close proximity to SecDF in living cells, we found
that the periplasmic chaperone PpiD is involved in the protein translocation of a substrate by
working together with SecDF. In addition, we determined high-resolution crystal structures of
another conformational state of SecDF. These results provide important insights into the mechanism
of SecDF-mediated stimulation of protein translocation.
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