©
2017 2019

yki mRNA

Identification and functional analysis of the factor related to yki mRNA
subcellular localization and translational repression
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We biologically identified 13 proteins, including two aminoacyl tRNA
synthetases (ARS), which are purified with the 3 untranslated region of yki mRNA by using a mass
spectrometer. Therefore, we investigated whether yki genetically interact with other tRNA
synthetases. As a result, we found at least 14 ARSs were genetically interacting with yki and showed

a loss of pigmentation or the ectopic melanization especially in the posterior region, which are
not typical phenotypes derived from yki overexpression. Because we found that the amount of YKi

protein in ARS knockdown cells was increased, we will investigate whether the amount of Yki protein
in ARS knockdown flies is also increased.
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