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Study of the starting mechanisms of the first oscillatory wave for segmentation
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i This study showed that three types of gene expression waves are responsible
for segmental stripe formation in three regions of the spider body, head, thorax, and opisthosoma.

msx1l is a new segmentation gene in the spider embryo; its expression is detected in all these waves
and regulates dynamics of the waves. The newly identified primary wave of msxl, whose dynamics is

regulated by Hedgehog signaling, splits into three stripes in the thorax and leads the oscillatory
waves for the opisthosoma segmentation.
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