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The elucidation of dispersal capacity of seaweed based on molecular data using
Sargassum species

Hanyuda, Takeaki

3,700,000

2.5kb

The purﬁose of this study was to investigate the genetic diversity of
Sargassum species and to reveal the dispersal capacity of each Sargassum species and the cause of
its differences.

Several Sargassum species were collected from various areas in Japan, and the mitochondrial DNA
sequences (ca. 2.5 kb) were determined. The result of the comparison between S. fusiforme and S.
muticum, which show a similar pattern of distribution around Japan, the remarlable difference of
geographic genetic structure between these two species was revealed. The result of the comparison
between S. alternato-pinnatum/S. polyporum and S. ilicifolium, which show a similar pattern of
distribution around west Japan, the differences of genetic diversity and geographic genetic
structure between these two species were not revealed.

It was suggested that the difference of geographic genetic structure between S. fusiforme and S.
muticum caused by the difference of dispersal capacity between these two species.
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Locus Repeat motif Size range (bp) A Ho He PIC Fis
Smul (GCA)13 128-147 2 0.042 0.418 0.328 0.901
Smu5 (TCAA)8 167-183 3 0.063 0.511 0.432 0.879
Smu6 (TTCC)8 123-135 2 0.021 0.368 0.298 0.944
Smu9 (TTGCC)6 162-172 3 0.083 0.543 0.431 0.848
Smull (CAG)8 108-126 4 0.104 0.69 0.62  0.850
Smu20 (ACT)8 157-247 5 0.042 0.63 0.552 0.935
Smu24 (CAG)8 113-125 3 0.042 0.341 0.293 0.879
Smu56 (CAG)8 127-133 30 0.347  0.307 1.000
Smu57 (CAG)8 168-186 6 0.104 0.575 0.513 0.820
Smu72 (CNH14 130-134 3 0.125 0.62 0.545 0.800
Smu73 (AT)14 148-178 5 0.313 0.617 0.575 0.496
Smu78 (AT)12 155-177 5 0.125 0.779 0.732 0.841
Smu85 (CA)3(TA)10 159-173 4 0.083 0.549 0.458 0.850
Smu86 (TA)11 173-203 8 0.313 0.584 0.553 0.468
Smu92 (CTH10 137-141 2 0.063 0.389 0.311 0.841
Smu99 (TA)10TCG(AT)4 123-125 2 0.083 0.399 0.317 0.793
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