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This study focused on the Arabidopsis IRELC gene, whose product lacks a
sensor domain, to investigate the role of sensor domain-independent IRE1 activation. The irela/b/c
triple mutants were lethal, and heterozygous IRELC mutation in the irela/b mutants resulted in
growth defects and reduction of the number of pollen grains. Expression of a mutant form of IRE1B
that lacks the luminal sensor domain (A LD) complemented the developmental defects. The A LD protein

was activated by saturation of lipids, resulting in RIDD. These results suggest that the sensor
domain-independent IRE1 activation may be involved in plant development.
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