©
2017 2019

Construction of haploid mutant-panel of Flammulina velutipes as a mondel fungus
for edible mushroom breeding

Tanesaka, Eiji
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Compatibility of three bacterial strains in Agrobacterium
tumefaciens-mediated transformation (AMT) of haploid-fruiting strain (bmHY4) of Flammulina velutipes
was compared. The bacterial strains LBA4404 and C58Cl yielded four- to five-fold higher
transforming efficiencies than did EHA105. Nevertheless, the transforming efficiencies observed in
this study are still not sufficient for practical construction of a F. velutipes mutant library.
Then we attempted to obtain transposon tagging mutants. An autonomously transposable element impala
from a fungus Fusarium oxysporum was ligated into a binary vector pPZP-Hyg2 and successfully
transformed bmHY4 mycelia via AMT.
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