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Molecular Basis for Controlling Flowering in Biennial Plants
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Manipulating the timing of flowering is an extremely important breeding
subject to improve crop production, quality, and breeding efficiency. In this study, we attempted to
establish the molecular basis of flowering using sugar beet as a model. First, in experiments aimed
at "suppression of flowering," we verified that one of the QTLs detected was due to a SNP mutation
in an exon at the BvBTC1 locus, the master gene for annual and biennial plants, and that breeding
traits could be improved at this locus. Next, in an experiment to "promote flowering,"” we found a
QTL that had a significant effect in shortening the seed production from more than one year to about
four months (promoting flowering), and confirmed that several previously reported flowering-related
genes were included in the vicinity of the QTL.
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