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We conducted a quantitative trait loci (QTL) analﬁsis to clarify the genetic
mechanism of plant type such as epicotyl length and stem twining in adzuki bean. From result of QTL
analysis, we detected two QTLs for longer epicotyl length. In addition, the segregation patterns

revealed that longer epicotyl length is controlled by recessive genes. Furthermore, it was clarified
that there was epistatic effect between two QTLs. We identified a QTL associated with stem twining

that was co-located on epicotyl length QTL.
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