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Studies on saprophytic, parasitic and symbiotic strategies depending on
secondary metabolite production in necrotrophic plant pathogens
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As a result of coevolution with plants, phytopathogenic fungi have
developed the ability to produce a wide variety of secondary metabolites (SM). These compounds
contribute to the differentiation of pathogenicity as effector molecules in pathogenic fungi, and as

survival and pathogenicity strategies in fungi, as well as in saprophytic (non-pathogenic),
symbiotic and pathogenic fungi.

Through comparative and phylogenomic analyses using various filamentous fungi with different
lifestyles, it has been shown that clusters of SM biosynthetic genes play an important role in the
survival and pathogenicity strategies of necrotrophic pathogens, saprophytic fungi, and symbiotic
fungi, as well as in the process of diversity formation and evolution. In addition, we revealed the
possibility that horizontal transfer of gene clusters and pathogenic chromosomes may be involved.
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