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The molecular mechanism underlying nitrogen homeostasis in plants
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Nitrogen homeostasis is crucial for plants to survive under fluctuating
nutrient environments. It is maintained through the coordination of nitrogen-starvation and
nitrogen-sufficiency responses. In this study, we identified a group of transcription factors, named

NIGT1s, as a balancing factor between nitrogen-starvation and nitrogen-sufficiency responses. In
addition, we revealed that NIGT1ls act as a hub for integrating nitrogen and phosphorus signals to
optimize nitrogen-phosphorus nutritional balance.
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