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Construction of a virtual metabolic pathway map system for discovery of novel
functional flavonoids
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Flavonoids are plant-derived metabolites and many flavonoids showing
bioactivities such as antioxidant activity. We have developed a system for comprehensive detection
of flavonoids (flavonome) based on metabolomic and bioinformatic technologies. The aim of this study

is at a development of a system for discovery of novel functional flavonoids. We developed
databases which provide flavonomes obtained from more than 50 plants. Using the search functions of
these databases we found candidate of novel flavonoids which accumulated in specific plant species.
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