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New insight into structural analsis on plant food proteins by small-angle X-ray
and neutron scattering

Sato, Nobuhiro
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Nanostructure of plant food protein assemblies were investigated by
small-angle X-ray and neutron scattering. For wheat protein gliadin hydrates, it was found that the
addition of sodium chloride induces hierarchical inhomogeneous structure with different sizes. It
was also found that the deamidation of gliadin greatly influences the effect of sodium chloride on
the aggregate structure. Furthermore, it was demonstrated that the addition of salts other than
sodium chloride significantly changes the physical properties of the gliadin aggregates, even though
there was no significant difference in the nanostructure revealed by SAXS. For soybean protein, it

was found that the presence of buffer solutions and increase in ionic strength raise the temperature
at which thermal denaturation occurs, leading to improved thermal stability of associated structure
of soy proteins.
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