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Three-dimensional image comprehensive analysis of the proteins produced in the
Japanese birch plantlet infected with a canker-rot fungus
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Proteome analysis was performed for the infection specific proteins produced
in leaf and petiole, and callus from Japanese birch plantlet No.8 infected with a canker-rot fungus
Inonotus obliquus strain 10-Ul. As the results, it was revealed that fungal-infection responses are
induced for photosynthesis, energy production, detoxification, secondary cell wall formation, PR-10
proteins synthesis, and etc. in the organ and the cells.

Although MALDI imaging analysis was performed for the sections prepared from the infected
internodes, specific images for condensed tannins were not obtained. In addition, the whole genome
and mitochondrial genome were sequenced for Inonotus obliquus strain 10-B2. As the results, this
fungus was found to be closely related to Sanghuangporus sanghuang belonging to Agaricomycetes.
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