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Where did the northernmost beech population come from?

Kitamura, Keiko
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Japanese beech, Fagus crenata, is one of the most important temperate forest
tree species in Japanese Archipelago. At the present, the northernmost distribution front is moving
northward because of the climate warming after the Last Glacial Maximum. The results from DNA
marker analyses, the population included the first colonizer. The genetic diversity was low and
genetic differentiation was high because of the founder effect. Estimated source populations to this

northernmost beech populations were the known conventionally northern populations approximately
12-16 km behind. Moreover, relatively large population at the source area contributed more than
small and isolated populations to raise genetic diversity at the leading edge.
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