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Igv?stigation on effect of microbial metabolism in the gut upon growth of host
abalone.
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Juvenile abalones and fish larvae of similar age and under the same rearing
conditions often diverge with regards to growth. The goal of this study was to investigate potential
correlations between growth and microbiota composition in abalone gut and to investigate microbial

metabolic pathways.
We found that the ratio of alginate-degrading bacterial isolates in the gut of abalone Haliotis
discus discus rapidly increased in two weeks after dietary shift from diatoms to brown algae. In
addition, we observed that the ratio of alginate-degrading bacteria belonging to the genus Vibrio
and the growth rate of host abalones decreased simultaneously in summer. Based on 16S rRNA gene
sequences in the metagenome, a distinct difference was observed in the gut microbiota of small and
large abalones. Transcriptome analysis of gut extracts revealed distinct differences between small
and large abalones, though there were no differences in expression of algal polysaccharide-digestive
enzymes.
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