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Morphological analysis of tiger pufferfish incisors with multiple
hypofunctionalization of incisor-forming genes for bite prevention.

Okamoto, Hiroyuki
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To identify genes involved in the formation and shape of incisors in tiger
pufferfish, editing tools for 12 loci of 9 different SCPP genes were microscopically injected into
1602 fertilized eggs, and 45 individuals were grown to 7-10 cm in length. Of these, 4 individuals
had 4 mutated genes, 11 individuals had 3, 10 individuals had 2, 16 individuals had 1, and 4
individuals had 0. The number of mutant individuals for each gene was 36 for SCPP1, 0 for SCPP2, 4
for SCPP3A, 13 for SCPP3B, 7 for SCPP3C, 9 for SCPP4, 0 for SCPP5, 19 for SPARC and 1 for SPARCL1.
There were no changes in tooth shape in any of the individuals, suggesting that reductions in SCPP
protein levels or cells expressing SCPP did not affect tooth formation and shape.
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