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Investigation of molecular mechanism involved in the development of biological
characteristics in a high-temperature tolerant strain of Pyropia yezoensis
(Rhodophyta)

KAKINUMA, Makoto
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In order to investigate the molecular mechanism involved in the development
of biological characteristics in a high-temperature tolerant strain of Pyropia yezoensis
(Rhodophyta), transcriptome analysis was performed between the high-temperature tolerant and
standard strains using a next-generation sequencer. Consequently, 8,533 contigs were generated from
the approximately 2 Gbp (total bases) by de novo assembling, and 51 contigs corresponding to
candidate genes involved in the development of high-temperature tolerant/disorder traits were
detected. Results of BLAST and various pathway analyses of the candidate genes suggest that
hyperfunction of antioxidation, ubiquitin-proteasome, and DNA repair systems is involved in the
development of high-temperature tolerant characteristics, and that hypofunction of molecular
chaperon and redox systems is the cause of high-temperature disorders.
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