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Development of environmental DNA metabarcoding method for aguatic organisms in
agricultural canal systems

Koizumi, Noriyuki
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Environmental DNA (eDNA) analysis is currently attracting worldwide
attention. eDNA is extracted from environmental samples such as water and soil. The presence or
absence and distribution of the target species can be estimated by examining whether the eDNA
contains the target species DNA. In this study, we developed an eDNA metabarcoding method that can
comprehensively detect fish inhabiting agricultural canal systems. In this method, environmental DNA

sequences were determined using a next-generation sequencer, and fish inhabiting were estimated by
collating sequences with the DNA database. This method was applied to agricultural canals, rivers
and ponds in 5 prefectures, and the effectiveness of the method was confirmed.
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Noriyuki Koizumi and Keiji Watabe

Upstream migration surveillance of juvenile Ayu using environmental DNA

PAWEES-INWEPF 2018 International Conference
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Noriyuki Koizumi and Keiji Watabe

Fish community structure in agricultural canal inferred from environmental DNA metabarcoding
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Noriyuki Koizumi, S. Ham, Kazuyoshi Nakata, Muneaki Oota and Keiji Watabe

Environmental DNA metabarcoding reveals better, the freshwater fish communities inhabiting Japanese rural areas
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