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E. wyomingensis E. auburnensis E. ellipsoidaris E. zuernii E. alabamensis E. bovis E.
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The purpose of this study was to develop technique to discriminate between
bovine Eimeria spp. and diagnostic method for bovine coccidiosis. Ten Eimeria species, E.
cylidrica E. subspherica E. wyomingensis E. auburnensis E. ellipsoidaris E. zuernii E.
alabamensis E. bovis E. bukidnensis E. canadensis were discriminated by newly developed nested

multiplex PCR available for field samples .
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