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In vivo ES iPS

Establishment of high-quality novel ES / iPS cells that precisely reflect the in
vivo state
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We generated reporters for establishing high-quality novel human and
cynomolgus monkey ES / iPS cells that precisely reflect the in vivo state, and performed reporter
knock-in on cynomolgus monkey ES cells. In this process, we established a cynomolgus monkey ES cell
line with a reporter, which was manipulated so that even beginners could easily culture it.

We also attempted to create a knockout cynomolgus monkey with a mutation at the targeted site, and
succeeded in creating a genetically modified monkeys that lacked the PKD1 gene, which is the major
causative gene of autosomal dominant polycystic kidney disease (ADPKD).
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