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In this study, we have investigated vertical distribution of anaerobic
methane-oxidizing (ANME) archaea, cultivated methanogens derived from the coastal sediments of
Shonai region. The 16S rRNA gene amplicon analysis revealed that the genes related to ANME archaea
were detected in the deep and middle sediment layer, whereas no ANME related sequences were detected

in the surface one. The analysis also showed that the ANME2a-2b group archaea were apparently
dominant in the deep sediment layer. Although it was difficult to cultivate the target archaea, we
have successfully isolated several hydrogenotrophic methanogens from the deep sediment layer.
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