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In this plan, we aimed to construct a cell lineage analysis system for
multinucleate gall cells induced by nematodes and to create plants expressing sg-RNA capable of
disrupting genes of nematodes parasitizing plants. However, since | moved to the current university
in the first year, 1 had changed my research plan and had been planning to construct the new
nematode culture system to have enough nematodes for the experiment. For the cell lineage analysis,
since the antibody showed a low specificity and then not to be useful, so we next constructed a live

imaging system of nematodes glowing with fluorescent substances in plants. Then, we performed to
create the transgenic nematode that expresses the fluorescent tagged effector protein.
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