©
2017 2019

Methylation dynamics in redox regulation - Elucidation of the molecular
mechanisms of tumor metastasis

Kamiya, Tetsuro

3,700,000

S0D3 SOD3
H4R3me2
PRMT1 FOX01
FOX01

SOD3

In this study, we investigated the role of histone methylation in
extracellular redox regulation to elucidate the molecular mechanisms of tumor metastasis. We
previously reported that DNA methylation within the promoter region of superoxide dismutase 3
(S0D3) play the critical role in its gene expression. Our present results clearly indicated that
histone H4R3 dimehtylation is related to the expression of SOD3 in tumor cells and tumor-associated
macrophages. Moreover, it was considered that transcription factor, FOX01, and histone
methyltransferase, PRMT1, play a key role in the regulation of SOD3.

Overall, our results suggested that FOX01 and PRMT1 function as a key molecule for the regulation
of SOD3 in tumor-related cells. Our findings could support to better understand the molecular
mechanisms involved in tumor metastasis.
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