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In germ cells, a molecular machinery, piRNA pathway, suppresses
retrotransposons. Our data indicate that GTSF1 protein has a critical role iIn a process, where
retrotransposon RNAs in mouse male germ cells are sliced by MILI-piRNA complexes. We next focused to

retrotransposons in immune cells. Our data suggested that retrotransposon activation may link to
the function of splenic T cells.
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