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The serine/threonine kinase PINK1 and the E3 ubiquitin ligase Parkin are
known to be causative gene products of familial Parkinson®s disease. Recently, it has been shown
that PINK1 and Parkin cooperate to induce autophagic degradation of damaged mitochondria. In this
study, we have performed multiplex quantitative phosphoproteomic analysis and large-scale
interactome analysis by immunoprecipitation-mass spectrometry to elucidate mechanisms of PINK1
complex formation on damaged mitochondria and signaling pathways downstream of PINK1. As a result,
we Eog?ﬂK? mitochondrial outer membrane protein that is a direct substrate of PINK1 and interacts
wit .
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