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Copy number alterations in biliary tract cancer using crypt isolation technique

Shioi, Yoshihiro

3,700,000
36 SNP Gain, LOH, Copy-neutral
LOH , LOH
2 subgroup
CNA locus 233 Gain 195 LOH 35 CN-LOH 3
CNA
6

SNP

We performed a comBrehensive examination of Copy number alterations (CNAs)
using isolated tumor glands obtained from biliary tract cancer. Our findings illustrate the unique
molecular profile that characterizes the behavior of biliary tract cancer. In addition, candidate
chromosomal alterations obtained from our results should be confirmed to determine whether such
alterations may be useful as novel molecular markers.
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