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Diffuse large-cell B cell lymphoma (DLBCL) is most frequent in malignant
Iymphoma. Especially, It is known that CD5-positive DLBCL has one of the poorest diagnosis in
malignant lymphoma. We succeeded to develop the protocol to extract protein from Formalin fixed
paraffin embedded (FFPE) specimen effectively. By this way, 1,204 proteins were identified in
CD5-positive DLBCL by LC-MS. We clarified that the expression of Bcl-2, TCL-1A and MAP kinase in
CD5-positive DLBCL were higher in than CD5-negative DLBCL. In addition, we confirmed that the
expression of Bcl-2in CD5-positive DLBCL than in CD5-negative DLBCL immunohistochemistry. It
suggests the cascade of the signal pathway of Tcl-1A, ERK2, Bcl-2 is activated in CD5-positive
DLBCL.
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