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We investigated the effect of human telomerase reverse transcriptase
hTERT), which is closely related to telomerase activity, on the promoter mutation, protein
expression frequency, and pathology in T-cell lymphoma. Gene analysis of the hTERT promoter was
performed in peripheral T-cell lymphoma, nonspecific (PTCL-NOS), and angioimmunoblastic T-cell
lymphoma (AITL), which are common in T-cell lymphoma. Only 2 cases of PTCL-NOS had a gene
mutation, and 1 case (known mutation site) also expressed protein, but the remaining 1 case (new
site) did not express protein. The mutation of hTERT promoter does not seem to be directly related
to 1ts expression. A statistical analysis of protein expression revealed that only
hTERT-expressing PTCL-NOS had a significantly poor prognosis.
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