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We investigated the molecular pathological significance of
cholangiolocellular carcinoma (CoCC). We analyzed the differences in gene expression of
cholangiocellular carcinoma (CCC), with and without CoCC, using gene set enrichment analysis as well

as gene abnormalities using a whole-exome sequence database. Thus, a group of CCC with CoCC, in
comparison with CCC without CoCC, was found to be significantly associated with genes involved in
favorable prognosis, inflammatory response, and angiogenesis; in contrast, the gene abnormalities of
cancer-related genes, such as the typical TP53, were significantly low. These results are
consistent with the clinicopathological feature of CoCC.
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n CoCC(comp+partial) CoCC(-) p
sex (M/F)* 38 6/9 17/6 0.037
age =+ SE** 38 66.73 == 2.892 66.8 + 1.58 0.983
etiology (viral/non-viral)* | 38 2/13 3/20 0.979
CA19-9 (>=100/<100)* | 38 3/12 13/10 0.026
log1l0 CA19-9 + SE** 38 1.60 +=0.12 2.36 #=0.30 0.026
CEA (>=5/<5)* 38 2/13 7/16 0.226
log10 CEA + SE** 38 0.51+0.08 0.61 = 0.13 0.545
size &+ SE** 38 56.67 #+ 8.02 53.76 + 5.53 0.76
vp (+/-)* 38 12/3 18/5 0.898
w (+/-)* 38 8/7 13/10 0.847
ly (+/-)* 38 10/5 20/3 0.134
ne (+/-)* 37 8/7 19/3 0.026
im (+/-)* 38 3/12 6/17 0.666
pN (+/-)* 25 3/10 5/7 0.32
PVIr (+/-)* 30 1/12 10/7 0.004
back liver (CH/NL)* 36 2/13 2/19 0.471

*Chi-squared test, **T-test
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