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Evolutionally history of Strongyloides species that led to S. stercoralis,
parasitic nematodes of humans and dogs

Nagayasu, Eiji
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In the present study, we obtained Strongyloides spp. from various carnivore
hosts, namely cats, raccoons, raccoon dogs, Siberian weasels, and Japanese badgers. We observed a
presence of a group, which are composed of Strongyloide spp. from various carnivore hosts
(stercoralis/procyonis group). It appeared that Strongyloides spp. belonging to this group
essentially evolved as parasites of carnivores. Humans may have acquired S. stercoralis from dogs,
after domesticating them by host-switch.
For the first time, a substantial numbers of S. stercoralis samples from humans and dogs were
obtained in South America (Peru). Detailed analysis using DNA sequence information from these
samples will enable us to elucidate how S. stercoralis spread in human population around the globe.
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