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Characterization of antimicrobial peptide produced by Streptococcus intermedius
isolate from human brain abscess.
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Streptococcus intermedius is known to cause periodontitis and pyogenic
infections in the brain and liver. We have reported the complete genome sequence of strain TYG1620
(genome size, 2,006,877 bp) isolated from a brain abscess in an infant, and the complete genome
sequence exhibits novel antimicrobial lantibiotics synthesis, we designated it as “ Interocin” . To
elucidate the antimicrobial potential of Interocin, cocultivation of freshly prepared human
pharyngeal flora with either wild type TYG1620 in BHI broth under anaerobic condition at 37 for 24

h. Metagenomic DNA-seq suggested that TYG1620 appears to show potential of the growth inhibition in
partial Lactococcus and Streptococcus species. We speculated that such antimicrobial peptide
Interocin could contribute to expansion of the habitat by excluding original microbiota there, it
might lead to full representation of the S. intermedius pathogenicity.
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Bacteria species

Streptococcus parasanguinis

Streptococcus australis
Streptococcus cristatus

Streptococcus pseudopneumoniae
Streptococcus pneumoniae

Staphylococcus aureus
Streptococcus gordonii
Streptococcus dysgalactiae

Streptococcus equinus
Streptococcus thermophilus
Streptococcus sanguinis
Streptococcus anginosus
Veillonella rodentium
Veillonella parvula

Streptococcus mutans
Haemophilus parainfluenzae
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Veillonella atypica

Control

797,138
42,372
59,323

797,024

109,449

451,393

253,589
22,829
68,009
11,306

3,401,522

204,575
88,971

110,480

9,413
9,864
137,394
535,224
1,455
3,197

5590

@ TYG1620I(&Streptococcus parasanguinisicdUT

FRIEAZRR LT,

Streptococcus parasanguinis

TYG1620E&

1,338,446

1,324,484

® ;O - BRI O—S5DPT, TYG1620&3UER/I D &ICED

log2 (TYG1620
/Control)

b g

62,048
8,464
12,036
182,262
25,458
112,758
69,067
7,594
24,330
4,069

81,458
35,819
64,287
10,812
22,886

333,652

13,896
139,094

6608044

-3.68 ARICIETEINF
-2.32 ARICIEE0F
-2.30 ARICIEAE0F
-2.13 ARICIEAE0F
-2.10 ARICIETE0F
-2.00 ARICIEAENF
-1.88 ARICIEAEINF
-1.59 ARICIETENF
-1.48 ARICIERAEINF
-1.47 BRICIEAE0F
-1.35 ARICIEAE0F
-1.33 BRICHEEDF
-1.31 BRICEEDF
-0.78 E{LRL (FI)
0.20 Z{LR2L (FR)
1.21 ARICEEfRE
1.28 ARI(CIEnEfR:E
1.31 AR(CHEmEfRE

B 3.26 mEICemEE
544 B

TYG1620 E&

TYG16204 &M T

BOLS S5y OB




Streptococcus intermedius

93

2020

Tsuyoshi Sekizuka, Masanori Hashino, Yuba Inamine, Makoto Kuroda,

Growth Inhibition of Streptococcaceae in Healthy Gut Flora by Interocin of Streptococcus intermedius TYG1620 Isolated from a
Human Brain Abscess

ESCMID/ASM Conference on Drug Development to Meet the Challenge of Antimicrobial Resistance

2018




